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Single crystal X-ray analysis
The single crystal X-ray data of 3 (CCDC 1453321) and 5 (CCDC 1453320) were obtained using an Xcalibur2 diffractometer (Oxford Diffraction Ltd., UK) equipped with a Sapphire2 CCD detector, and with MoKα radiation (monochromator Enhance, Oxford Diffraction Ltd.) and ω-scan technique at 120 K. Additional details regarding structure determinations, such as crystal data and structure refinements, selected bond lengths and angles of covalent as well as noncovalent contacts are summarized below.
Data collection and reduction were performed by the CrysAlis software package. 1 The structure was solved by direct methods using SHELX 2 and refined on F 2 using a full-matrix least-squares procedure. All H-atoms were located from difference Fourier maps and refined using a riding model, with C−H = 0.95 Å (CH) aromatic , 0.98 Å (CH 3 ), O-H = 0.84 Å and N-H = 0.88 Å (NH) aromatic , and with U iso (H) = 1.2U eq (CH, NH, OH) and 1.5U eq (CH 3 ). The H-atoms of the NH 2 groups were refined freely. Molecular graphics were drawn using DIAMOND. 3 Crystal data and structure refinements for 3 and 5 are given in Tables S1 and S2, sets of covalent and non-covalent bonding in Tables S3-S6, and parts (14) 1.5139(19) C(11)-C (13) 1.5144(19) C(11)-C (12) 1.5136(19) C (12) 
S24
0.9500 C(11)-C (12) 1.505(3) C(11)-C (14) 1.509(2) C(11)-C (13) 1.516(2) C (12) #1 -x+2,-y+2,-z+1; #2 x-1,y,z; #3 x+1,y,z; #4 -x,-y+1,-z+1 (2) 136.9(17) ____________________________________________________________________________ Symmetry transformations used to generate equivalent atoms: #1 -x+1,-y,-z+1; #2 -x+2,-y+1,-z+1; #3 -x,-y,-z+1; #4 x+1,y,z 
